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Test: Receiver operating characteristic

S
=3

P @ HFmRisk model:AUC = 0.90(0.883-0.918)
P m= 5 EHR model:AUC = 0.78(0.730-0.820)
" 25 CpG model:AUC = 0.65(0.620-0.670)
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cg10083824 and GRM4

R=-0.38 , p=0.0054
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Hosmer—Lemeshow X-squared = 6.17 p =0.632
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